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Unofficial Translation 

 

 

 

Comments and Suggestions of the China  

Regarding Elements to be Addressed 

in the Annex of the WHO Pandemic Agreement 

 

According to the negotiation vision for the main text of the World Health 

Organization Pandemic Agreement, the dedicated Annex formulated 

under Article 12 will provide specific implementation details on the 

provisions for Pathogen Access and Benefit-Sharing (PABS), clarifying 

the obligations and responsibilities of PABS participants under the WHO 

multilateral system. To this end, the following comments and 

recommendations are proposed: 

 

I. Guiding Principles 

Suggestions: While safeguarding national biosafety and reaffirming States’ 

sovereign rights over their biological resources, every effort should be 

made to facilitate the sharing of pathogen-related information, maximise 

its public-health value, and promote equitable global access to vaccines, 

therapeutics and diagnostics arising from such sharing. 

 

II. Participation in the PABS System 

Suggestions: Define the scope of eligible participants and the modalities 

of their engagement, covering national governments, manufacturers of 

health products, research institutions, international organisations and 

philanthropic entities. For manufacturers participating in the PABS 
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framework, specify qualification criteria, boundaries of liability, and 

both financial and technical benchmarks, and make these contingent on 

whether their home State is a Party to the Pandemic Agreement. 

 

III. Definition of Pathogens with Pandemic Potential 

Suggestions: A pathogen should qualify only if it is both highly 

transmissible and highly virulent, lacks effective countermeasures, and 

shows clear potential for cross-regional spread that could evolve into a 

global emergency. The definition should draw on WHO’s June 2024 

publication “Pathogens Prioritisation – A Scientific Framework for 

Epidemic and Pandemic Research Preparedness” to establish a PABS 

pathogen list, while also taking into account the feasibility of 

manufacturing and access to related medical countermeasures so as to 

avoid an over-expansive list that would dilute focus. 

 

IV. Governance of Genetic Sequence Data  

Suggestions: Apply a tiered-management approach to GSD: sensitive data 

must be de-identified, access strictly controlled, and multiple technical 

safeguards deployed to prevent leakage or misuse, all in line with existing 

standards. Establish cross-platform sharing mechanisms, clarify rules on 

data use, keep basic data fully open, and allow high-risk information to 

be shared on a restricted basis after vetting. Build upon the three existing 

WHO databases (GISRS, FluNet and FluID) to extend platform coverage, 

strengthen the link between physical samples and digital data, and ensure 

full traceability. 

 

V. Traceability of Pathogens 

Suggestions: Institute a mechanism that tracks both the chain of custody 
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of biological samples and the linkage to associated data, thereby creating 

a complete evidentiary trail. The Influenza Virus Traceability Mechanism 

(IVTM) can serve as a reference model. 

 

VI. Data Openness 

Uphold the principles of controllable security, tiered and classified 

openness, and matching rights with responsibilities. High-risk data may 

be released only after review and only to accredited laboratories (end-

users). Conditionally open data shall require certification or application; 

restricted data must be de-identified or shared solely with authorised 

entities. Non-sensitive baseline data should be fully open. End-users must 

commit to lawful use, provide timely feedback on results, and offer the 

providing party opportunities to participate in related research. 

 

VII. Pathogen Transport and Biosafety 

Suggestions: Guided by the principles of respect for sovereignty, risk 

stratification and global equity, establish a safe, equitable and efficient 

cross-border transport regime that facilitates pathogen and sample sharing 

while maintaining full traceability of biological material transfers. The 

regime should cover import/export approvals, packaging, transport and 

emergency-response requirements, and must align with domestic 

legislation and internationally recognised technical standards. Explore a 

global logistics coordination framework comprising multimodal corridors, 

strategic stockpile hubs, regional nodes, unified technical standards, 

standardised protocols, priority-clearance mechanisms, digital platforms 

and blockchain-based traceability. Ensure that all pathogen samples are 

handled in accordance with the WHO Laboratory Biosafety Manual and 

other relevant guidelines to mitigate laboratory biosafety risks. 



4 

 

 

VIII. Benefit Sharing 

Suggestions: i) Ensure that benefits flow to the providing party. Create a 

feedback mechanism inspired by the Nagoya Protocol, grant priority 

access to resulting health products, and require attribution of contributions 

or the offer of collaboration opportunities. 

ii) Develop quantified allocation criteria, allocation principles and 

oversight mechanisms for PABS benefit sharing, including sample 

handling fees, distribution mechanisms and workflows. 

iii) Elaborate detailed rules for sharing pandemic-related health products, 

covering the scope of products, the timeframe for achieving target sharing 

ratios, applicable quality standards and risk-management measures. 

iv) Clarify the recipients, necessity and calculation rules for annual 

contributions, assess possible adverse impacts and adopt appropriate 

safeguards.） 

 

IX. Relationship with Other Instruments 

Suggestions: Ensure coherence with other international instruments. The 

annex should include relevant provisions confirming that Article 12 creates 

no obligations for non-Parties to the Convention on Biological Diversity 

or the Nagoya Protocol, and imposes no additional obligations on 

institutions participating in the Pandemic Influenza Preparedness (PIP) 

Framework when accessing or utilising influenza or avian influenza 

viruses. 

 

 


