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  Influenza has been one of the most enigmatic of all the diseases. It is caused by a 

variety of strains of influenza viruses . In any given year,  some strains can cause seasonal 

disease while others may cause epidemics , or even pandemic. During the past decade we 

have witnessed the occurrence of seasonal influenza all over the world, the appearance of 

avian influenza due to the influenza A (H5N1) virus with a high mortality rate in many 

countries, and the eruption of a pandemic due to a novel strain of this virus, H1N1.  This is 

indeed not the first pandemic of influenza. Historically, about three times per century, a 

pandemic has occurred, which infected a large proportion of the world's population and 

killed several million people.  

 

  The diverse manifestations of influenza virus are due to the unstable and segmented 

genetic apparatus of this virus. While mutations are a continuous process in all 

microorganisms, in no other organism does this have such huge impact on human health 

as in influenza. The mutations on a large scale or genetic reassortments in influenza 

viruses can alter the pathogenicity, communicability and response to antiviral drugs. Novel 

influenza viruses also appear because of this mechanism. Clearly, there is a need to keep 
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these genetic changes under surveillance, as far as possible, in real time so that public 

health actions can be initiated and/or modified for an efficient response.  

 

  To meet this objective, the WHO Global Influenza Surveillance Network was 

established in 1952. The network comprises 5 WHO Collaborating Centres, 4 Essential 

Regulatory Laboratories and 132 institutions in 103 WHO Member States, which are 

recognized by WHO as National Influenza Centres (NICs). These NICs collect specimens, 

perform primary virus isolation, and may undertake genetic analysis. They ship 

representative newly isolated viruses to WHO CCs for advanced antigenic and genetic 

analysis, the result of which forms the basis for WHO recommendations on the composition 

of influenza vaccine as well as relevant risk-assessment activities. The Network also serves 

as a global alert mechanism for the emergence of influenza viruses with pandemic 

potential. 

 

  Influenza surveillance has been established in many countries of the South -East 

Asia Region.  There are 10 NICs in seven countries in the South-East Asia Region.  Nepal 

is the Region’s tenth NIC, designated just a few months back. Maldives has functional 

PCR-based diagnostic facilities for influenza. Efforts are also being made to establish 

similar facilities in the remaining two countries of the Region, Bhutan and Timor-Leste. 

 

  Global Influenza Surveillance Network through NICs have a critical role in global 

influenza surveillance and early detection of genetic changes in the influenza viruses, 

including the emergence of drug resistance. 
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  Development of resistance to antimicrobial agents (including antiviral drugs) is often 

seen when antiviral drugs are used in substantial quantities. The speed with which such 

resistance develops, the percentage of viruses developing resistance and the ability of the 

new virus to spread are influenced by several factors, including genetic stability of the virus, 

how the antiviral drug is used and whether the new (mutated) drug-resistant virus can 

compete well enough to spread.  

 

  Antiviral drugs against influenza H1N1 have been extensively used in the ongoing 

pandemic. Up to March 2010, 225 oseltamivir-resistant H1N1 viruses have been detected 

worldwide, characterized and reported to WHO. Although the majority of reported cases are 

associated with oseltamivir treatment, cases of resistance have occurred in patients taking 

oseltamivir to prevent against pandemic influenza infection.  Around one third of the cases 

of oseltamivir -resistant H1N1 viruses have occurred in patients whose immune systems 

were severely immuno compromised. With greater use of oseltamivir and other antiviral 

drugs, chances for the emergence of resistance also increase because of selection 

pressure. Fortunately, these changes have not been associated with temporal or 

geographical clustering and strongly suggest that the mutations in these viruses have 

occurred sporadically and do not represent the emergence and sustained transmission of a 

variant virus. No resistant isolate has been reported to WHO from the countries in the 

South-East Asia Region so far. 

 

          WHO and the partners continue to closely monitor influenza viruses for resistance.  

To monitor the emergence of drug resistance in influenza viruses and to contain it in an 

early phase, there is a need to build capacity of the NICs in the Region to determine 
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resistance using genotypic methodology. This technique is molecular-based and provides 

data very rapidly. This will also help in understanding genetic changes in the influenza 

viruses in general, with  or without manifestation of resistance. 

 

  This workshop has been organized to enhance capacity to undertake monitoring of 

drug resistance in influenza viruses, as well as to promote networking among institutes 

within the Region to ensure regional self-reliance in this critical area. It also complements 

activities being undertaken to strengthen the core capacities under the International Health 

Regulations (IHR 2005), including molecular epidemiology of influenza and related viruses. 

 

  The workshop is being facilitated by a group of internationally recognized experts. I 

am sure the participants, and through them our Member States, will benefit from this 

activity. WHO will provide technical support to translate the outputs of this meeting into 

actions at country level. The ultimate objective of our efforts should be to minimize the 

morbidity and mortality due to influenza viruses and preserve the effectiveness of 

antimicrobial agents. 

 

  Last, I wish you all a very fruitful stay and productive deliberations in Bangkok. 

 

  Thank you. 

 


